
GO:0000003

reproduction

1

0 / 1

GO:0000165

MAPK cascade

1

0 / 2

GO:0000186

activation of MAPKK ...

1

0 / 1

GO:0000902

cell morphogenesis

1

0 / 1

GO:0000904

cell morphogenesis i...

1

0 / 1

GO:0001932

regulation of protei...

1

0 / 3

GO:0001934

positive regulation ...

1

0 / 1

GO:0006464

cellular protein mod...

1

0 / 3

GO:0006468

protein phosphorylat...

1

0 / 3

GO:0006793

phosphorus metabolic...

1

0 / 3

GO:0006796

phosphate−containing...

1

0 / 3

GO:0007154

cell communication

1

0 / 4

GO:0007165

signal transduction

1

0 / 4

GO:0008150

biological_process

1

0 / 6

GO:0008152

metabolic process

1

0 / 6

GO:0009653

anatomical structure...

1

0 / 4

GO:0009893

positive regulation ...

1

0 / 2

GO:0009966

regulation of signal...

1

0 / 2

GO:0009967

positive regulation ...

1

0 / 1

GO:0009987

cellular process

1

0 / 6

GO:0010562

positive regulation ...

1

0 / 1

GO:0010604

positive regulation ...

1

0 / 1

GO:0010646

regulation of cell c...

1

0 / 2

GO:0010647

positive regulation ...

1

0 / 1

GO:0016043

cellular component o...

1

0 / 2

GO:0016310

phosphorylation

1

0 / 3

GO:0019220

regulation of phosph...

1

0 / 3

GO:0019222

regulation of metabo...

1

0 / 5

GO:0019538

protein metabolic pr...

1

0 / 3

GO:0023014

signal transduction ...

1

0 / 2

GO:0023051

regulation of signal...

1

0 / 2

GO:0023052

signaling

1

0 / 4

GO:0023056

positive regulation ...

1

0 / 1

GO:0030154

cell differentiation

1

0 / 4

GO:0031323

regulation of cellul...

1

0 / 5

GO:0031325

positive regulation ...

1

0 / 1

GO:0031399

regulation of protei...

1

0 / 3

GO:0031401

positive regulation ...

1

0 / 1

GO:0032147

activation of protei...

1

0 / 1

GO:0032268

regulation of cellul...

1

0 / 3

GO:0032270

positive regulation ...

1

0 / 1

GO:0032502

developmental proces...

1

0 / 5

GO:0032989

cellular component m...

1

0 / 1

GO:0033674

positive regulation ...

1

0 / 1

GO:0035556

intracellular signal...

1

0 / 2

GO:0036211

protein modification...

1

0 / 3

GO:0042325

regulation of phosph...

1

0 / 3

GO:0042327

positive regulation ...

1

0 / 1

GO:0043085

positive regulation ...

1

0 / 2

GO:0043170

macromolecule metabo...

1

0 / 5

GO:0043405

regulation of MAP ki...

1

0 / 1

GO:0043408

regulation of MAPK c...

1

0 / 2

GO:0043410

positive regulation ...

1

0 / 1

GO:0043412

macromolecule modifi...

1

0 / 3

GO:0043549

regulation of kinase...

1

0 / 3

GO:0044093

positive regulation ...

1

0 / 2

GO:0044237

cellular metabolic p...

1

0 / 5

GO:0044238

primary metabolic pr...

1

0 / 5

GO:0044260

cellular macromolecu...

1

0 / 5

GO:0044267

cellular protein met...

1

0 / 3

GO:0044699

single−organism proc...

1

0 / 4

GO:0044700

single organism sign...

1

0 / 4

GO:0044710

single−organism meta...

1

0 / 2

GO:0044763

single−organism cell...

1

0 / 4

GO:0044767

single−organism deve...

1

0 / 4

GO:0045859

regulation of protei...

1

0 / 3

GO:0045860

positive regulation ...

1

0 / 1

GO:0045937

positive regulation ...

1

0 / 1

GO:0048468

cell development

1

0 / 3

GO:0048518

positive regulation ...

1

0 / 3

GO:0048522

positive regulation ...

1

0 / 2

GO:0048583

regulation of respon...

1

0 / 2

GO:0048584

positive regulation ...

1

0 / 1

GO:0048856

anatomical structure...

1

0 / 5

GO:0048869

cellular development...

1

0 / 4

GO:0050789

regulation of biolog...

1

0 / 6

GO:0050790

regulation of cataly...

1

0 / 3

GO:0050794

regulation of cellul...

1

0 / 6

GO:0050896

response to stimulus

1

0 / 4

GO:0051174

regulation of phosph...

1

0 / 3

GO:0051246

regulation of protei...

1

0 / 3

GO:0051247

positive regulation ...

1

0 / 1

GO:0051338

regulation of transf...

1

0 / 3

GO:0051347

positive regulation ...

1

0 / 1

GO:0051716

cellular response to...

1

0 / 4

GO:0060255

regulation of macrom...

1

0 / 5

GO:0065007

biological regulatio...

1

0 / 6

GO:0065009

regulation of molecu...

1

0 / 3

GO:0071704

organic substance me...

1

0 / 5

GO:0071840

cellular component o...

1

0 / 2

GO:0071900

regulation of protei...

1

0 / 1

GO:0080090

regulation of primar...

1

0 / 5

GO:1902531

regulation of intrac...

1

0 / 2

GO:1902533

positive regulation ...

1

0 / 1

GO BP DAG analysis



GO:0000166
nucleotide binding

1
0 / 2

GO:0000988
transcription factor...

1
0 / 1

GO:0000989
transcription factor...

1
0 / 1

GO:0001071
nucleic acid binding...

1
0 / 1

GO:0001664
G−protein coupled re...

1
0 / 2

GO:0003674
molecular_function

1
0 / 7

GO:0005102
receptor binding

1
0 / 3

GO:0005488
binding

1
0 / 6

GO:0005515
protein binding

1
0 / 6

GO:0036094
small molecule bindi...

1
0 / 3

GO:0097159
organic cyclic compo...

1
0 / 4

GO:1901265
nucleoside phosphate...

1
0 / 2

GO:1901363
heterocyclic compoun...

1
0 / 4

GO MF DAG analysis



GO:0000323
lytic vacuole

1
0 / 2

GO:0001726
ruffle

1
0 / 1

GO:0001750
photoreceptor outer ...

1
0 / 2

GO:0005575
cellular_component

1
0 / 7

GO:0005576
extracellular region

1
0 / 2

GO:0005622
intracellular

1
0 / 7

GO:0005623
cell
1

0 / 7

GO:0005737
cytoplasm

1
0 / 5

GO:0005773
vacuole

1
0 / 2

GO:0005929
cilium

1
0 / 2

GO:0031252
cell leading edge

1
0 / 1

GO:0031513
nonmotile primary ci...

1
0 / 2

GO:0042995
cell projection

1
0 / 4

GO:0043226
organelle

1
0 / 7

GO:0043227
membrane−bounded org...

1
0 / 7

GO:0043229
intracellular organe...

1
0 / 7

GO:0043231
intracellular membra...

1
0 / 7

GO:0044424
intracellular part

1
0 / 7

GO:0044444
cytoplasmic part

1
0 / 5

GO:0044464
cell part

1
0 / 7

GO:0072372
primary cilium

1
0 / 2

GO:0097458
neuron part

1
0 / 4

GO CC DAG analysis


